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Tutorial 1.6: Export heatmap image and table results

Export the results of the enrichment analysis as an image and as a table containing the
details of the statistic results
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Filter by label done.
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Filter by label done.
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file with the image in the directory

After the export you will have a new
that you indicated.
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You can also export the image of
the scale you have selected to

use it in your figures
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Image created.
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/mage created.

Click Export table ... to export a
table with the parameters of the
enrichment analysis results
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/iew closed.
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v E: results

o

= intogen.tumortypes.upreg.results.txt

After the export you will have a new
file that contains the table with the
parameters that you selected.

\/
< A [ B [ C ] D | E N G
) B row column observed expected-mea expected-stde N corrected-right-p-value
"4 GO:0006555 140-4 100 21.8543385 4.58593448 607 9.79E-34
E8 GO:0006855 110-4 145 26.4811845 5.00644703 495 4.57E-62
L0 GO:0006555 118-4 75 17.706647 4.13823239 539 9.59E-23
- GO:0006555 120-4 95 34.5654805 5.70167287 581 1.29E-16
0 GO:0006555 131-4 71 28.7309645 5.232374 610 8.77E-10
4 GO:0006555 145-4 179 47.3584682 6.59785279 581 3.44E-53
1 GO:0006955 160-4 34 23.1738305 4.71178914 552 0.461288861
B8 GO:0006555 168-4 65 24.2062991 4.81730143 586 6.53E-10
GO:0006555 172-4 145 57.5271866 7.19538779 581 8.63E-25
GO:0006555 180-4 70 B86.8808023 B.59586743 581 1
GO:0006555 188-4 111 50.9058108 6.78756995 536 8.80E-13
GO:0006555 185-4 22 15.0865233 3.83389927 587 0.95381516
GO:0006555 201-4 89 48.4298302 6.58843355 467 9.14E-07
GO:0006555 202-4 114 447046212 6.4012553% 536 3.83E-18
GO:00068555 42-4 25 14.8400335 3.8052065% 611 0.50269551
GO:00068555 44-4 225 72.0073203 7.94247811 581 4.96E-58
GO:00068555 49-4 150 47.9008077 6.63611591 594 4.96E-34
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able exported. y
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Table exported.
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v [ results ~
= intogen.tumortypes.upreg.results.matrix.txt

After the export you will have a new
file with a matrix of values for the
parameter that you selected.

\

< A B C D E | F | G

1 breast testis mouth, nos  cervix uteri  hematopoletic kidney

2 immune response 9.79E-34 4.57E-62 9.59E-23 1.29E-16 8.77E-10 3.44E-53
3 |cell cycle 8.94E-11 1 0.12070656 6.37E-27 0.05831935 0.00633258
4 |cell division 1.67E-10 1 0.13660774 1.83E-17 0.00763564 5.61E-04
5 |DNA replication 0.00712393 1 1 1.83E-13 0.92372477 0.00697855
6 |glycolysis 0.84641505 1 1 1 1 0.22299291
7 | cell adhesion 0.18734638 0.44641682 2.26E-05 1 1 6.65E-12
8 |anti-apoptosis 0.078315095 1 0.326528059 0.83235126 1 0.09135625
9 |cell-cell signaling 0.1380544 0.01468843 0.01678325 0.32066301 1 0.00195888
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