Biological Data Visualization
with Gitools Interactive
Heatmaps

Slides adapted from Nuria LOpeZ'B|gaS
Barcelona


http://bg.upf.edu/
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Bioinformatician



Tools for biological data
Interpretation
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Multidimensional Cancer
Genomics data

- Effective visualization
- Exploration (Interactivity)
- Analysis possibilities

Bioinformatician



Gitools Interactive heatmaps
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Gitools Interactive heatmaps
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